
EXHIBIT D 



Figure 1A. 

Comparison of deduced amino acid sequences 
of CBHs heavy chain genes with ID 1 



CDR 1 CDR 2 



1)1 10 20 30 40 50 60 71 

1) EVQIJ^SGAEVRKPGSSVKVSC 

1) - - -ILVpSGAEWKPGSS^ LFDRFNYAQKFjQD 

1) - -§VQV|QSCTE^KPGSSVKVSC^C^PI^- - - YSWVRQAPQQGLEWMGGI'l FDRENYAQKgQG 

1) - QVQWpSG^KKPGSSVKVSCKASGOT^ - - SAS^QAFG^LEWMGI IP IFATTYpCAQRLQG 

1) -QVQLVQSGAEVKKPGSSV^ VFGGGSYPQK^QG 

1) - QVQLV QSGAEVR KPGS - SVISCKS - GCTF^ALs|wyRC^F^LD^GEIT5 FGTEKYAQKFjQG 

1) - - QVQD QESGPL VK PSETLSLT C^SGGSlgS - - FF WWI^ P|GKGLEWIGYMS DTGNTNSSLKT 

1) - -QVQVpSGAEVKKPC^ 1 FT TNYAQ KFjQG 

1) -QVQLv'QSGAEVKkPGSSVKVSCKASGGNLN - - IYSWVRQ^PGQGLEWMG - Il£ FTAKS -QgQG 

1) - - EVQVEGffi^ - KGLDWVGIRSS - - -SHNYATEYPVSVRG 

1) EVQLLEQSGAEVRKPGS^KVSCKASGGTFSGHVTTWVRQAPGQG 



CDR 3 



(72)72 80 90 100 110 ,120 135 

heavy chain seq D 1 (72) Rj VSILADEST STSFI^ - - -i^SAGRCYPGFFQQWGQGTLVTVSS 

CBH-4B (65) RVAT ADES -j TSTAYME^S^FEOT - -AYCAREADI - - - WGGSSYFDS - - - 

CBH-4D (61) R | VTmMESWTHY^ 

CBH-4G (64) R^StADETS -^AYn'e^sEQSI^^I^C^TGQG - - LELHG S YYjYY AMDV 

CBH-5 (66) RLITADDSR SYM^S^DTAYYCARPHGE - - -SS- -SlYRRPLEY 

CBH-7 (64) RVtStM^N- - - LMDSSLRSE DS - - -A YCARjG glYGSFFDY 

CBH-8C (61) ijgmTSKQFS- — - Lj^SVTAAOTAV^CARG Llg^LLDYW 

CBH-8E (64) RLT-ITADS -jTSTG™ - - -S§R^S£YSA£EI 

CBH 11 (60) RVITADKSTGE- - - Y^SSLfenDTAVYYCARV^GS - - -GT--YAYFDY 

CBH-17C (63) RFTJSRDDSR-gAYLQI^SRT&TALYCIIPSGLVG QLGHAFEF 

Consensus (72) RVSILADESTSTSFIELSNLRSEDTAVYYCAREPPR YCSAGRCYFGFFQQWGQGTLVTVSS 



heavy chain seq D 1 
CBH-4B 
CBH-4D 
CBH-4G 
CBH-5 
CBH-7 
CBH-8C 
CBH-8E 
CBH 11 
CBH-17C 
Consensus 



Note: 



Identical sequence: 
Conservative sequence: 



yellow background and red foreground, 
light green background and blue foreground 



Figure 1B. 

Comparison of deduced amino acid sequences 
of CBHs heavy chain genes with ID 1 



CDR 1 

m i s 

HCV heavy seq ID 1 CDR 1 (1) jGHVT ]j 

CBH 4B heavy CDR 1 (1) - - -TYGld 

CBH 4D heavy CDR 1(1) YS-- 

CBH 4G heavy CDR 1 (1) NSAS 

CBH 5 heavy CDR 1 (1) NFIS 

CBH 7 heavy CDR 1(1) — NY£LS 

CBH 8C heavy CDR 1(1) SFFfo- 

CBH 8E heavy CDR 1 (1) - - -SC.FI-I 
CBH 11 heavy CDR 1(1) ---IYS-- 
CBH 17 heavy CDR 1(1) GSMH--- 
Consensus(l) GHVTT 



CDR 2 

(1) 1 .10 21 

HCV heavy seq JD 1 CDR2 (1) ESIFIFGSANYjK ^NYACKFRE 

CBH 4B heavy CDR 2 (1) G^F^FTRFNYAGKFCE 

CBH 4D heavy CDR 2 (1) - -GJDIFTRE^CjKFCG 

CBH 4G heavy CDR 2 (1) -ijjFIFATTY^QRLCG 

CBH 5 heavy CDR 2 (1) GVVJ^FGGGSjY^QKFCG 

CBH 7 heavy CDR 2 (1) -E§TFFCjlEKYACjKFCG 

CBH 8C heavy CDR 2 (1) -W'SETjGlSITiNSSLKT 

CBH 8E heavy CDR 2 (1) --FIFIFTTJ^QKFCG 

CBH 11 heavy CDR 2 (1) -I|I|FTftKSCFCG-- -- 

CBH 17C heavy CDR 2 (1) ---IRSSSHNYATBYFVSVEG 
Consensus (1) ESIFIFGSANYJVCNXfiCKFBE 



CDR 3 

(1) 1 .10 21 

HCV heavy seq D 1 CDR 3 (1) - - - jCFFRYCSA GRC YFGFFCQ 

CBH 4B heavy CDR3 (1) - - - -EACIWGjGSSjYFES 

CBH 4D heavy CDR 3 (1) ESGEFGAVIIGM^YjYYgMEV- 
CBH 4G heavy CDR 3 (1) -ATGOSIELHGSYYjYY^TJV- 

CBH 5 heavy CDR 3 (1) -FHGESSGIYRRFLEY 

CBH 7 heavy CDR 3 (1) RG^IYGSFFDY 

CBH 8C heavy CDR 3 (1) — - - -GLIftgRLLEYW- 
CBH 8E heavy CDR 3 (1) - - -EWLGSgRGGSCYSAFEI- 

CBH 11 heavy CDR 3 (1) VFGSGTjYAYgCY- 

CBH 17C heavy CDR 3 (1) gSGLVGCLGHAFEF- - 

Consensus (1) EFFRYCSAGRCYFGFFCC 



Figure 2A. 

Comparison of deduced amino acid sequences 
of CBHs heavy chain genes with ID 2 



CDR 1 CDR 2 



(1)1 i 10 20 30 40 t 50 60 75 

heavy chain seq ID 2 (1) ^UJCSGAEVKKFGSSN^ -NYAQKFQGRLSITAE 

CBH-4B (1) I&VCSGAEVKKFGSSVKVSC -NYAQKFQEHV -MAD 

CBH-4D (1) --gVCVCSGTCV^ 

CBH-4G (1) -CVCWCSGAEVKKFGSSVKVSCKASGGTFSN - - SASW(^F^GLB^1G -IIFIFAJT - Y^FLQgVXTIAD 

CBH-5 (1) -CVCEvjcSGAEVKKPG^ - -G SYFCKFCG RljlTAD 

CBH-7 (1) -(^CliVjC SGAE^ ^ -K^KFQGRVljriAD 

CBH-8C (1) --pVCD CESGFLV K rSETX SLTC^ SSLKTK VTIgSK 

CBH-8E (1) - -QVCVpSGAEV^ - FIFIFTTO - -NYAQKFQGKO -TTLA 

CBH 11 (1) -CVCIiVjCSGAE^^^ 

CBH-17C (1) - -EVCVEQGAVC - - HC^IoKVSCTAASGFVFSGSA^ 

Consensus (1) EVQLLECSGAEVKKFGS^KVSCCVFGITIFS^^ NYAQKFQGRLSn/AD 



CDR 3 

(76) 76 90 100 110 128 

heavy chain seq ID 2 (75) DSTSTAYMELSSIiRS^ 

CBH-4B (71) ESTST/AY^SSIJRFDqrAYCAREADIVVGGS SYFDS--- 

CBH-4D (68) EgEN^ - YMES^^ IGNHYYjYGMDV 

CBH-4G (71) CTS - jlAYMEL^L g^CT/A^p^T -G - -QGLEIJiGSYYffl|AMDV 

CBH-5 (72) DSR SYMlisGRDDTAYY ( CARPHGD - SS -GIYRRPLDY 

CBH-7 (71) ESN LMDSSLRSEDS-jY | CARG YIYGSPFDY- 

CBH-8C (68) QFS LKNSVTAADTAVYYCARG LIAARL&YW 

CBH-8E (70) pSTSTGYMELSSI^SEaT/A^CAgDWLGSCRGG - SCY SAITOH 

CBH 11 (66) KSTGD- - - YT^SSL^^d|tAV^ i CARV PGS -GT - YAYFDY 

CBH-17C (70) DSR - - TAYLQMN SRTODTOLYC HPS GLVGQLGHAgEF 

Consensus (76) DSTSTAYMELSSLRSEDTAVYFCARWI^^ 



Note: 

Identical sequence: yellow background and red foreground. 

Conservative sequence: light green background and blue foreground 



Figure 2B. 

Comparison of deduced amino acid sequences 
of CBHs heavy chain genes with ID 2 



CDR 1 

HCV heavy seqD 2 CDR 1 
CBH4B heavy CDR 1 
CBH 4D heavy CDR 1 
CBH4G heavy CDR 1 
CBH 5 heavy CDR 1 
CBH 7 heavy CDR 1 
CBH 8C heavy CDR 1 
CBH 8E heavy CDR 1 
CBH 11 heavy CDR 1 
CBH 17 heavy CDR 1 
Consensus 



1) -■ 



8 



-iRYTIQ 

1) —< 

!)-- 
1) NSAS 

1) NFIS 

IJNYALS--- 

1) -SFFW— 

1) ---scpSt 

1) ---FYS-- 

1) GSAIH 

1) RYTTQ 



HCV heavy seq ID 2 CDR 2 
CBH 4B heavy CDR 2 

CBH 4D heavy CDR 2 (1 

CBH 4G heavy CDR 2 (1 

CBH 5 heavy CDR 2 (1 

CBH 7 heavy CDR 2 (1 

CBH 8C heavy CDR 2 (1 

CBH 8E heavy CDR 2 (1 

CBH 11 heavy CDR 2 (1 

CBH 17C heavy CDR 2 (1 

Consensus (1 



CDR 2 

(Dl_ 
(1 
(1 



10 



21 



NIIFVYJOTENYACKFCG — - 

GIVgLFERfNY^CKFQE 

--GIIFERENY^CKFCG 

-^pIFATI^YACg^ 

GVV^FG&S|X§CKF03 

-BITFFCTEKYACKFQG 

- YFSETGNINSSLKI 



- -FIFIFffl tTCaCKFCG 

-jllgFTaKSCFCG-- 

- — IRSSSIfflYfflEYFVSvRG 
NIIFVYNTENYAQKFCG 



CDR 3 



(1 

HCV heavy seq JD 2 CDR 3 (1 
CBH 4B heavy CDR3 (1 
CBH 4D heavy CDR 3 (1 
CBH 4G heavy CDR 3 (1 
CBH 5 heavy CDR 3 (1 
CBH 7 heavy CDR 3 (1 
CBH 8C heavy CDR 3 (1 
CBH 8E heavy CDR 3 (1 
CBH 11 heavy CDR 3 (1 
CBH 17C heavy CDR 3 (1 
Consensus (1 



10 



21 



- - HvVIFNftlRHIMGY YFEY - 

- - -EACIWGGS - - -SYFES - 
ESGEFC^VIQGMfy^jYGMDV - 
-MGCGIEI^SYYYpMDV - 

FHGESSG IYRRFLDYj - 

RGYIY§SF|EY- 

GLI^RLLCYW 

- - -EViLGSCRGGSCYS2FEI - 
VFGSGTYAYFEY- 



- - -FSGLVGCLGHAFEF- - 
WIFN^IRHTNGYYFEY 



Figure 3A. 

Comparison of deduced amino acid sequences 
of CBHs heavy chain genes with ID 3 



CDR1 CDR2 



(1)1 10 20 30 40 50 68 

heavy chain seq D 3 (1) E\pLL££S^ -JSFFGTSNSAQKFQG 

CBH-4B (1) - - - ILVpSGAEVKKKSSV^ - V FLFER FNYjACKFCE 

CBH-4D (1) --j(^<^jcsq^^ 

CBH-4G (1) -(^CWjCSGAEVKKFGS^ 

CBH-5 (1) -(^c£vCSGAEVKKFGSSVKVSCKaTGGg^ 

CBH-7 (1) -(^QLVC SGAE^ 

CBH-8C (1) - -^CLCESGFLyKFSETLSLTC^SGGSIgS - - FF ^IRQ PGKGLEWIG - - - - YNSIXCar mSSLKT 

CBH-8E (1) - -IgVCVpSGAEVK^ - - -FIFIFJFn^ftgKFQG 

CBH 11 (1) -cOgEvbBC ^^ - 1 - COFglAKS — —QFQG 

CBH-17C (1) - -EV^EQ^^^^^^C^G^^S^m^^ -KGLEWVGIRSSSHN7ATEYFVSVRG 

Consensus (1) EVCLLECSGAEVKKFGS^KVSCKASC^TIFSG^ ISFFGTSNSACKFCG 



CDR 3 



(69)69 i 80 90 100 110 120 132 

heavy chain seq ID 3 (68) RVSITADESASTAYMEI^SLJ^E^AIYYCAKE^ - - - FCSGGMCVPGFFQQWGQCnijVTVSS 

CBH-4B (65) fiVATADE^TSTAYMELSSIJ^FDin? - -AYCAREADI VVQGSSYFDS 

CBH-4D (61) RyiKTADESTO^^ 

CBH-4G (64) RiVTTTApETS -yAYMELSStQSDOTAIYYCl^TGQG - - LELHGSYYj^YAMDV 

CBH-5 (66) RLITADDSR SY^SGRgDTAYYCfeFHGD S- -SGIjYRRPLDY 

CBH-7 (64) RVTTTAD^N-- -LMDSSLRSEES- - -AYCARG YIYGSFFDY 

CBH-8C (61) Ryrqi;SKQFS -LTO^AApTA^CARG LIAARLLDYW 

CBH^8E (64) RL TITAD S - TS ( ^^SSLRSEOT^A^CAREWLG - - - SgRGGSCY SAFE I 

CBH 11 (60) RVITADKSTGD- -'- - Y^SSL^gDpTA VyYC^ V^GS G--TYAYFDY 

CBH-17C (63) RFTSsRDdSr -JAYLQMNSRTEDTALYC 1 1 PSGLVG QLGHAFEF 

Consensus (69) RVSITADESASTAYMELSSLRSEDTAIYYCAKDPPR FCSGGNCYFGFFQQWGQGTLVTVSS 



Note: 

Identical sequence: yellow background and red foreground. 

Conservative sequence: light green background and blue foreground 



Figure 3B. 

Comparison of deduced amino acid sequences 
of CBHs heavy chain genes with ID 3 



CDR 1 

(D .l 8 
HCV heavy seq D 3 CDR 1(1) GHVIS — 
CBH 4B heavy CDR 1(1) — T¥GIT 
CBH 4D heavy CDR 1(1) —-YS— 

CBH 4G heavy CDR 1 (1) K££S 

CBH 5 heavy CDR 1 (1) KFIS 

CBH 7 heavy CDR 1 (1) M£L§--- 

CBH 8C heavy CDR 1(1) -SFFft 

CBH 8E heavy CDR 1 (1) — -SCEIT 
CBH 11 heavy CDR 1(1) — [3&S-- 
CBH 17 heavy CDR 1(1) §££1FJ--- 
Consensus (l)GHVIS 

CDR 2 

(1)1 18 

HCV heavy seq ID 3 CDR 2 (1) -j GSISFFGTS NSACKFQG 
CBH 4B heavy CDR 2 (1) -gIVPDFpRPNYjACKFQD 
CBH 4D heavy CDR 2 (1) - - -GIl|F|DRENY|ACKFQG 
CBH 4G heavy CDR 2 (1) --l|PljFjMTYYACgCG 
CBH 5 heavy CDR 2 (1) -§WFV|FC^GSY^CKFCG 
CBH 7 heavy CDR 2 (1) - -EllPFCTEKYftCKFgd 
CBH 8C heavy CDR 2 (1) - -"Vi^TC^'IlSIS^KT^ 

CBH 8E heavy CDR 2 (1) FIPIF^TlNYft^CPCG 

CBH 11 heavy CDR 2 (l)------I IPFTAKSQFQG 

CBH 17C heavy CDR 2 (1) IR|s|HNYATEYPVSVR^G 
Consensus (1) GSISFFGTSNSACKFQG 

CDR 3 

(1) 1 ,10 21 

HCV heavy seq D 3 CDR 3 (1) jEFFRFCSGGIOEGFFCQ 

CBH 4B heavy CDR 3 (1) - - -EAE IWG<3SS^FES 

CBH 4D heavy CDR 3 (1) ESGEFG^VIIjG^^giyrV- 
CBH 4G heavy CDR 3 (1) -MGCGIELHy^tojyTV- 
CBH 5 heavy CDR 3 (1) iHGEl^I^RRELEY- 

CBH 7 heavy CDR 3 (1) F^IYGSEFTY- 

CBH 8C heavy CDR 3 (1) - — -|qLI^ARLLEYW 

CBH 8E heavy CDR 3 (1) ONLGS l GRGGS 1 C^SftFEI - 

CBH 11 heavy CDR 3 (1) — VF^|G^YFEY- 

CBH 17C heavy CDR 3 (1) FSGLVgCLGHMjEF " 

Consensus (1) EFFRFCSGGISOEGFFC.C 



Figure 4A. 

Comparison of deduced amino acid sequences 
of CBHs heavy chain genes with ID 4 



CDR 1 CDR 2 



(1)1 10 20 30 40 [ 50 67 

heavy chain seq D 4 (1) E^Lpp^ - SVKG 

CBH-4B (1) - - mVQSGAi^ 

CBH-4D (1) -CVCVQ'SotWk^ - - YS^CA^GL-EWMG -Gil - FCRENYAQ - KFQ5 

CBH-46 (1) CVQWQ'SGAeWkK^ 

CBH-5 (1) CVCLVQiSG&EW^ -KFQG 

CBH-7 (1) CvX^'VQSGAEWKKS - SVISCKS -GGTFNNYALsWvRCA FGgGLEWMG - EITFFGTEKYAQ -KFQG 

CBH^8C (1) CVClICESGF -LVKtSET§SLJCTySGGSISS - - F F>?W IRQ FCTGLEW IGYMSCTGN -TNS- - -SLOT 

CBH^8E (1) -QVCh/QSGAEVKKfe^ 

CBH 11 (1) Q^VQSGAEVKKTCS^KVSC^SGCTp^ - - IYS^C^^GLEWMG -glFFTAKS QFQG 

CBH-17C (1) -EVQVEGGAVQ- —(^SljKVSC^ 

Consensus (1 ) EVCLLESGGGWQ FGR SLRLSCAA SG FT FKTYCM-WWqKfGKGLEWVAG I SFCGSNQ YYAD SVKG 



CDR 3 



(68) 68 80 90 100 110 127 

heavy chain seq ID 4 (67) RFJ^SRDNSKinV^ 

CBH-4B (65) RVATADESTST - AYMEL-SSLRFCqi ^Y -CAR EADrWjG -'^jGSSjYFES 

CBH-4D (61) RVTT^ADESTN-THY^ 

CBH-4G (64) RVTITADETST -AYMEL^L^SEDTATyYC|kATG - -QGLELHGS^YYAMCV 

CBH-5 (66) RL|TADDSR sSl^DBTAYYCSrFHGD-- SSGIYRRFLDY 

CBH-7 (64) RVTITAEESN EMDSSIjSED S - -A YCARG Y'lYgSFFEY-- 

CBH^8C (61) RVTDTSKQFS -LkS^AADJAVYYCARG LIAARL|DYW 

CBH-6E (64) RLT ITADSTST -GYNEL^S^S^[IAY^CARDV3LGSCR jGGSCYSAFDI 

CBH 11 (60) RVITADKSTGD YMSSljKSEDTAVYYCARV FGS GTjYAYFDY 

CBH-17C (63) RgTISI^SRT - - A YLQMNSgTED^UYCII FSGLVG - - -QLGHAFEF 

Consensus (68) RFIVSRDNSRinVFLQMSSI^LECrAVWCATEGSFFG SIKGRYYLENWGQGTLVTVSS 



Note: 

Identical sequence: yellow background and red foreground. 

Conservative sequence: light green background and blue foreground 



Figure 4B. 

Comparison of deduced amino acid sequences 
of CBHs heavy chain genes with ID 4 



CDR 1 

HCV heavy seq D 4 CDR 1 
CBH 4B heavy CDR 1 
CBH 4D heavy CDR 1 
CBH 4G heavy CDR 1 
CBH 5 heavy CDR 1 
CBH 7 heavy CDR 1 
CBH 8C heavy CDR 1 
CBH 8E heavy CDR 1 
CBH 11 heavy CDR 1 
CBH 17 heavy CDR 1 
Consensus 



1) 1 5 
1) jTYGMH 
1) [TYGIT 

1) 

1) NSAS- 
1) NFIS- 
1) 1SKALS 
1) SFFW- 
1) SCPIT 

1) GSAIH 
1) TYGMH 



CDR 2 

(1)1 

HCV heavy seq D 4 CDR 2 (1) -jG ISFEGSNCYY AESVKG 
CBH 4B heavy CDR 2 (1) -jGIVFLFERFN^CKFCE 

CBH 4D heavy CDR 2 (1) GIIFEREN^CKFGjG 

CBH 4G heavy CDR 2 (1) --|lFIFATT^CRLCG| 
CBH 5 heavy CDR 2 (1) -§WFvFGGGS^C.KFC.jG 
CBH 7 heavy CDR 2 (1) — EITFFGTEK^CKFCG 
CBH 8C heavy CDR 2 (1) --YWSDTGNTNSSLKT-- 
CBH 8E heavy CDR 2 (1) ---FIFIFTH@CKFC<G 

CBH 11 heavy CDR 2 (1) IIFFTAKSCjdG 

CBH 17C heavy CDR 2 (1) IRSSSHNY^TEYFVS^riG 
Consensus (1) GISFEGSNCYYAESVKG 

CDR 3 

m i .10 20 

HCV heavy seq D 4 CDR 3 (1) - EGSFFGSIKG KYYLEN - - - 
CBH 4B heavy CDR3 (1) -'--EAEIWX^SSpjFXS--- 
CBH 4D heavy CDR 3 (1) E^EFC^Vgl^I^OTayjCV 
CBH 4G heavy CDR 3 (1) -ATGQGIELHGS^YYlffil^CV 

CBH 5 heavy CDR 3 (1) - FHGESSGKERFLEY 

CBH 7 heavy CDR 3 (1) RGYjlYgSFFEY 

CBH 8C heavy CDR 3 (1) bl.dft^LLEYV\i 

CBH 8E heavy CDR 3 (1) - - -EWLGSCRGGSCYS^FEI 

CBH 11 heavy CDR 3 (1) VFGSGTYAYFEY 

CBH 17C heavy CDR 3 (1) - -F§GLVGCLGHAFEF 

Consensus (1) EGSFFGSIKGRYYLEN 



Figure 5A. 

Comparison of deduced amino acid sequences 
of CBHs light chain genes with ID 5 



CDR 1 



CDR2 



IkjhtchainseqB 5 
CBH 2 light 
CBH 4 B light 
CBH 4 D light 
CBH 4 G light 
CBH 5 light 
CBH 7 light 
CBH 8 C light 
CBH 8 E light 
CBH 11 light 
CBH 17 light 
Consensus 



(1). 



10 



20 



30 



40 



59 



(1) -^TQSPGTLSLSPGERATLSCRASQSVSSISl - -^LAMYQQRPGQAPRLLIYGASSRAT 
(1) E^L^SPGTL^LSPGERATLSC^SQRV^ - -|Y^WYKQK;PGQAPI^IY^S^RAT 
(1) - -ESW^GTLSLSPGERATI^CRASQSVSST - - jWaWffi^ 

(1) -QSALTQE^ - - VT^SKKPS 

(1) DIQMTQSljsSL^ - -FSWQQKPGKVgK^IYAASSLQS 

(1) DIQI^rQSPIS^LSA'sG -DRVAITCRASQSSWL ^aWyQQK;PGAPL - jLIYli^VQD 

(1) DVI^^SE|SSL^^OTR^^SCRS^SSF - - - -^WYQQK;PGKAi; -LLIS^SSLQS 
(1) EIVjLTQSF^ ^ - - ^IAWYQQK;P(^PRLL IFOT^RAT 

(1) DIQMTQSPjSSLSSVG- -DV|TnqRASQTli5R- - - jYlSw,Y(^KTC^pSLLIYAASSLQS 
(1) DIQMT^S^Sl^ 

(1) - - S YVLTQT PV^APGKTAR I TCREPN I GTNS - - -VHWFQ QRTOQAIi VSI^YDDR - - PS 
(1) AELTQSPGTLSLSPGERATLSORASQSVSSN YLAWYQQRPGQAPRLLIYGASSRAT 



light chain seqD 5 
CBH 2 light 
CBH 4 B light 
CBH 4 D light 
CBH 4 G light 
CBH 5 light 
CBH 7 light 
CBH 8 C light 
CBH 8 E light 
CBH 11 light 
CBH 17 light 
Consensus 



CDR 3 

(60) 60 70 80 90 100 112 

(57) gifdrfsgsgsgt^ -nsrvref gqgtkveik 
(55) g|ipdrfsgsgsgtdf^ 

(55) gvpdrfsg^ ^ - -gspffgg 

(57) GVS^FSA§^S ffl 

(57) GVffS RF^^SC^^ 

(52) GV- - - SRP'SGGSGTjFT^ -NFSGTFGQ 

(55) G^SRP§G^^ -SPLL(rFGG 

(57) G^^FSGSGSGTD^ 

(55) GV-SRFSGSGBOTF^ 

(54) GV^SR^ 

(53) GlgE^GSA-^ '-- 

(60)GIPCRFSGSGSGTDFTLTISRLEPEi:FAVYYCQLYG Ssrwtfgqgtkveik 



Note: 

Identical sequence: yellow background and red foreground. 

Conservative sequence: light green background and blue foreground 



Figure 5B. 

Comparison of deduced amino acid sequences 
of CBHs light chain genes with ID 5 



CDR 1 

m l 14 

light chain seq D 5 CDR 1 (1) -RASQS VSSNYL& - 

CBH 2 light CDR 1 (1) -i^SQR^LGYIA- - 

CBH 43 light CDR 1 (1) -RASQSVSSIiW^- 

CBH 4D light CDR 1 (1) TCTSSDIGGYNFVS 

CBH 4G lightCDR 1 (1) -RA3QGIDNFLA-- 

CBH 5 lightCDR 1 (1) -RASQSSWLA 

CBH 7 lightCDR 1 (1) -^SQSISSFLN-- 

CBH 8C lightCDR 1 (1) -RASQSISRYLA- - 

CBH 8E lightCDR 1 (1) -RASC^iSrYIJSI-- 

CBH 11 lightCDR 1 (1) -RASCjSIMLWLA - - 

CBH 17 lightCDR 1 (1) --REPNIGT|SVH- 

Consensus (1) RASQSVSSNYLA 

CDR 2 

M 1 5 
light chain seq B 5 CDR 2(1) -^GASSRAT 
CBH 2 light CDR 2 (1) - - -GVSRM 
CBH 4B lightCDR 2a) --DfiSIRAT 
CBH 4D lightCDR 2(1) - -EVSKRPS 
CBH 4G lightCDR 2(1) - -AftSSLQS 
CBH 5 lightCDR 1(1) RASQSSWLA 
CBH 7 light CDR 2(1) --AAS^LQS 
CBH 8C lightCDR 2(1) - -m jjpA| 
CBH 8E lightCDR 2(1) --AAS|lQS 
CBH 11 lightCDR 2(1) --KTSTSES 
CBH 17 lightCDR 2(1) - - -YDDgPS 
Consensus (1) YGASSRAT 

CDR 3 

d)i i2 

light chain seq ID 5 CDR 3 (1) - -jQLYGNSRJtfl 

CBH 2 lightCDR 3 (1) - -©Q^GTSPFfJFG 

CBH 4B lightCDR 3 (1) - -gQYGGSPFFGG 

CBH 4D lightCDR 3 (1) SSYTNNITPVIFGG- - - 
CBH 4G lightCDR 3 (1) - -jQKHSlSAPF^FGP-- - 
CBH 5 lightCDR 3 (1) - -gYj^FSG|DFGQ- - - 
CBH 7 lightCDR 3 (1) - -gQSYSPLL^OFGG- - - 
CBH 8C light CDR 3 (1) QQRSNWPPAL^FGG 
CBH 8E lightCDR 3 (1) QQSFSTSAMYjiFGQ- - - 
CBH 11 lightCDR 3 (1) - -Sl«SS|SjdFGQ- - - 
CBH 17 light CDR 3 (1) - -CjvWNNTNNHRGSSEL 
Consensus (1) QLYGNSRWT 



Figure 6A. 

Comparison of deduced amino acid sequences 
of CBHs Light chain genes with ID 6 



CDR1 



CDR2 



lkjhtchainseqID6 
CBH 2 light 
CBH 4 B light 
CBH 4 D light 
CBH 4 G light 
CBH 5 light 
CBH 7 light 
CBH 8 C light 
CBH 8 E light 
CBH lllight 
CBH 17 light 
Consensus 



1)1 l 10 1 20 ,30 ,40 59 

1) - : ^J^PNK^SF^MlSCEASQ- - -^^lAWYQQKPGQAPRIilTOA^^T 

1) E^jLTQSIj^ 

1) - - ESVTQSGTLSLSPGERATLSCRASQS - -VSST^Wy& KPQQ APR^ 
1) - QSALTQ^SVSGSPGQS I,T ISCTGTSSD IGGYNFVSVvY QYFDK AFV - ^lY^SKRPS 
1) DIQM ( TQSP%L^'^^RV[riTCRASQ - - -GIDN^W^QQKPGKVgK^IY^SLQS 
1) DIQM|TQSPS^^& -DRVAITCRA rr - - - -§QSsW^YQQKPC^m -^LIYRA^VQD 
1) DVI^TQSP^L^^^R^T^SCRS-p - - -'siSSF^YQQKPGKAIj -;LLISAA SSLQS 
1) EIVLTQSPAIX SLSK^RA^ SCRASQ - - -SISR^W^QQKPG^PRLLIFOTl^^T 
1) DIQMTQSP|SgLSSVG- -DVjTITCRASQ- - -TT^Y^WYQQKTCKAPjK 
I) DIQMTQSIjS^S^mRViTITCRASQ- - -SlNLWl^W^QQ 

I) - -SYVLTQTPV§VAPGKT§RITCREPN- - - IGTOSVHWFgQR^^gVST^DR- -PS 
i) aeltqspatlslspgeratlscSasq SVNKYLAWYQQKPGQAPRLLIYDASNRAT 



CDR3 



(60) 60 70 80 90 100 112 

light chain seq JD 6 (56) GIPi^FSGSGSCOTFTLT^ ' ISDWV TF GGGTKVEIK 
CBH 2 light (55) GIlSRFSGSGSGTDFTLTISRjLEPEDF^ 

CBH 4 B light (55) GVPERFSC^GS -GSPFFGG 

CBH 4 D light (57) GVSI^F^^SC ^TAS LTISGL^EDEADYjY 

CBH 4 G light (57) (^S CTSG^ -§APF^FGP 

CBH 5 light (52) GV- -'-SRP'sreSGTjFfc 

CBH 7 light (55) GV-SRP^SGS^^ 

CBH 8 C light (57) Qf^FSGSGSGTOFTLTia^PEDF^ 

CBH 8 E light (55) G^RFSGSGSGTCDFTLTI^^ 

CBH lllight (54) C^SRgSG^ 

CBH 17 light (53) GKEI^GSA-S^ 

Consensus (60) GIPARFSGSGSGTDFTLTISNLEPEEFAVYYCQQR SDWVTFGGGTKVEIK 



Note: 

Identical sequence: yellow background and red foreground. 
Conservative sequence: light green background and blue foreground 



Figure SB- 
Comparison of deduced amino acid sequences 
of CBHs Light chain genes with ID 6 



CDR 



lightchainseqID6CDR 1 
CBH 2 light CDR 1 
CBH 4B light CDR 1 
CBH 4D light CDR 1 
CBH 4G light CDR 1 
CBH 5 light CDR 1 
CBH 7 light CDR 1 
CBH 8C light CDR 1 
CBH 8E light CDR 1 
CBH 11 light CDR 1 
CBH 17 light CDR 1 
Consensus 



1 14 

-;RftSCSVNKYLS-- 
-|RASCg^LGYL?j-- 

-foscsyssTYva- 

TGTSSEIG-qYNFVS 
- RftSCG ICKFlg-- 

--REENIGTNSVH- 
RSSCSVNKYLA 



CDR 2 

(1 

light chain seq D 6 CDR 2 (1 
CBH 2 light CDR 2 (i; 
CBH 4B light CDR 2(1 
CBH 4D light CDR 2(1 
CBH 4G light CDR 2(1 
CBH 5 light CDR 2(1 
CBH 7 light CDR 2(1 
CBH 8C light CDR 2(1 
CBH 8E light CDR 2(1 
CBH 11 light CDR 2(1 
CBH 17 light CDR 2(1 
Consensus (1 



CASNRAT 



-GVSRAT 



EASIRAT 

AASSIQS 
KjASNVQD 
AASSLQS 
CTSNRAT; 
AftSSLQS 
KTSTSES 
-YEERPS 
I1ASNRAT 



CDR 3 

D 1 



light chain seq ID 6 CDR 3 
CBH 2 light CDR 3 
CBH 4B light CDR 3 
CBH 4D light CDR 3 
CBH 4G light CDR 3 
CBH 5 light CDR 3 
CBH 7 light CDR 3 
CBH 8C light CDR 3 
CBH 8E light CDR 3 
CBH 11 lightCDR 3 
CBH 17 lightCDR 3 
Consensus 



17 



QQRSDWVI 

--QQYGTSPFTFG 

---QQYGGSPFFGG--- 
SSYTNNITFVIFGG 
- -QKYNSAPFTFGP- - - 
- -QYYNNFSGTFGQ - - - 
- -QQ SYSPLLTFGG- - - 
'QQRSNWPPALTFGG- - - 
QQSFSTSAMYTFGQ - - - 

- -QHYSSSSWTFGQ 

- -QVWNNTNNHRGSSEL 
QQRSLWVT 



lightchain seq BD 7 
CBH 2 light 
CBH 4 B light 
CBH 4 D light 
CBH 4 G light 
CBH 5 light 
CBH 7 light 
CBH 8 C light 
CBH 8 E light 
CBH 11 light 
CBH 17 light 
Consensus 



lightchain seq JD 7 



CBH 2 
CBH 4 B 
CBH 4 D li 
CBH 4 G li 
CBH 5 
CBH 7 
CBH 8 C li 
CBH 8 E li 
CBH 11 li 
CBH 17 li 



ight 
ight 
ight 
ight 
ight 
ight 
ght 
ight 
ight 
ight 



Consensus 



Figure 7A. 

Comparison of deduced amino acid sequences 
of CBHs Light chain genes with ID 7 

CDR 1 CDR 2 

(1)1 l 10 ,20 ,30 ,40 58 

(1) -AELTQSFGTLSLSFGER 

(1) E^LTQSPGTlj^LSPGERATLs'cRASQRVLG - - Y;IAW^q|kPGQAE^^IYGVS^RAT 
(1) - -ESW^ 

(1) - QSALTQPASVSGSPGQS I|TISCTGTS'gD IGG^FVSWYQY;PDRAI] - WI YEVSKgPS 
(1) DIQMT^SJjSSl^ - F -^WYQQKPGKVgK^IYAASSLQS 

(1) DIQMTQSE|S;!r^ 

(1) DVL^lTQS^SSL^^fflRViTlSCR SQSI SSF - - -;I§WYQQKPG^P c LLiSaa|sS^S 
(1) EIVjLTQSPAT^^ 

(1) DIQ^TQSI|SS;LSSVG- - DVjTITCRASQTINR -|Y -|lSwYQQKPGKAP^iLLIYAA|sSLQS 
(1) DIQM,TQS£;S^S^^RV|TITCRASQSINL - - WIAWYQQP - -KAPe|iXIYKTSTSES 
(1) - - SYVLTQTPVSVAPGKTARITCREPNIGTISI - - S^^QR TOQAEj VSI^YDDR - - PS 
(1) AELTQSPGTLSLSPGERATLSCGASQSVRSNY LAWYQQKPGQAPRLLIYGVSSRAT 

CDR 3 

(59) 59 70 80 90 109 

(57) GirERF^SGS^ 

(55) C^FERFSGSGSGTEFtIlTISR^ 

(55) GVFERFSG^S GTEFfe 

(57) gvsSr'^^ssgn^ 

(57) GVgSRFS^SG^^ 

(52) GV- -S-RF'SGGSGTjFdLTIS-^ 

(55) Gv-SRF^SG^SFTiLTissita 

(57) (^£;RFSGSGSGTE^^ 

(55) GV - SRFSGSGSGTCFTjLT ISSL^FpDF^l^CCQS FjSTSflft^TFgC 

(54) c^sjEj?^^ 

(53) (^Eg-F^SGE1#M 

(59) giferfsgsgsgteftltisrlefeefavt^cccygssfrtfgcgtkletk 



Note: 

Identical sequence: yellow background and red foreground. 

Conservative sequence: light green background and blue foreground 



Figure 7B. 

Comparison of deduced amino acid sequences 
of CBHs Light chain genes with ID 7 



CDR 1 

(1): 



light chain seq D 7 CDR 1 
CBH2lightCDRl 
CBH 4B light CDR 1 
CBH 4D light CDR 1 
CBH 4G light CDR 1 
CBH 5 light CDR 1 
CBH 7 light CDR 1 
CBH 8C light CDR 1 
CBH 8E light CDR 1 
CBH 11 light CDR 1 
CBH 17 light CDR 1 
Consensus 



14 



1) ^ASQSVRSN YLg-- 
1) - RASQR VLGYLfli - - 
1) RASQSVSSIjW^-- 
1) TG^SDIGGWVS 

i) -rasqgidnhlS - - 

1) RASQ§SMj^-- 

1) --RSQSISSFlS-- 
1) -RASQSISRYL^-- 
1) -RASQTIMRYlS-- 
1) -RASQSINLWI^-- 
1) --REPNIGTNSVH- 
1) GASQSVRSNYLA 



CDR 2 

light chain seq D 7 CDR 2 (1) 
CBH 2 light CDR 2(1) 
CBH 4B light CDR 2(1) 
CBH 4D light CDR 2(1) 
CBH 4G light CDR 2(1) 
CBH 5 light CDR 2(1) 
CBH 7 light CDR 2(1) 
CBH 8C light CDR 2(1) 
CBH 8E light CDR 2(1) 
CBH 11 light CDR 2(1) 
CBH 17 light CDR 2(1) 
Consensus (1) 



jGVSS RAT 
-GVSRAT 
DA§IRAT 
EWSKRPS 
A^SSLQS 
Ka!sNVQD 

aaIsslqs 
aaJsslqs 

KTjSTSES 
-YBERPS 
GVSSRAT 



CDR 

(1) 



light chain seq D 7 CDR 3 
CBH 2 light CDR 3 
CBH 4B light CDR 3 
CBH 4D light CDR 3 
CBH 4G light CDR 3 
CBH 5 light CDR 3 
CBH 7 light CDR 3 
CBH 8C light CDR 3 
CBH 8E light CDR 3 
CBH 11 light CDR 3 
CBH 17 light CDR 3 
Consensus 



15 



[1) CGYGSSFRTj 

[l) CCYGTSIj^FG 

1) gCYGG^FFGG 

;i) SSJYTNNITFVIFGG- 
[1) --QKYNSAFFTFGF- 
;i) --CYYMNFSGTFGC- 

;i) --ccSysflltfgg- 

1) BQR^WgFALTFGG- 
[1) SQSFSTSAMYTFGC- 
» --CHYSSSSWTFGC- 
1) gVWNNTNNHPGSSEL 
1) CCYGSSFRT 



Figure 8A. 

Comparison of deduced amino acid sequences 
of CBHs Light chain genes with ID 8 



CDR1 



CDR2 



light chain seq ID 8 
CBH 2 light 
CBH 4 B light 
CBH 4 D light 
CBH 4 G light 
CBH 5 light 
CBH 7 light 
CBH 8 C light 
CBH 8 E light 
CBH 11 light 
CBH 17 light 
Consensus 



(1) 1 10 20 30 40 59 

(1) -AELTQSPATLSVSPGERASLSCRASQ - - ~;SVGI^AWQQKPGQAPRLLIYGGITO^AT 
(1) EIVICTQ^ 

(1) - -esvtqsg|tl^ 

(1) - Q^LTQPgW^ - - VIYEVSKEPS 

(1) DIQM^SIj&L^^^RVTITCRASQ- - -GIDNF^^QQKPGKVgl^IYAASSLQS 
(1) DIQM|TQS^S^^& -DRVAITCRA^^ - - -§QSsWl^Vv^(^KPGAPL —LJYKASNVQD 
(1) DVU^IQSP^LS^ - -SI SSFpjwjYQQKFGKAEj -LLISAASSLQS 

(i) eivltqspati^l'spc^rStlscrasq- - -'sisry^wyqqkpg^prllifdtsnrat 

i —i i — i I < -. ... . t * [ , ' — 1 I i ' i i , L__ 1 ' 



(1) DIQM | TQSI'S&LSSVG--DVTITCRASQ- 

(i) diqm|tqsps^s^gdrvtitc rasq - 

(1) - - SYVLTQTPV^A^KTAR ITCREPN - 
(1) AELTQSPATLSVSPGERASLSCRASQ 



-TINRY;LNWyQQKPGI^IjK;]^IYAASSLQS 
- IGTOSVHWFQgR^^A^SIYjYDDR - - PS 

svgSnlawyqqkpgqaprlliyggntrat 



CDR 3 



(60) 60 ,70 80 90 100 110 

lightchainseqD8 (56) QI FERFSGSGSGTEFILT IgSLCSEjDFftV^ 

CBH 2 light (55) GljFERFSGSGSGTOT 

CBH 4 B light (55) GVEIRK^ 

CBH 4 D light (57) GVSN R 1 ^ 

CBH 4 G light (57) GVIj SRFSG SGSCT 

CBH 5 light (52) GV- -S-RF^GSGTjFTjLTIS^LQFEDFftTY 

CBH 7 light (55) GV - SRF^SGS^SFIjLT ISSLQ FEDF^T YYCGCSYS^ ITFGG 

CBH 8 C light (57) GlgARFSGSGSG^ 

CBH 8 E light (55) GV-SRFSGSGSG^FTjLTI 

CBH 11 light (54) GV^SRFSGSGS^TEFTjLTISSLGF -DF^TYYC^CHYSSSSKTFGC 

CBH 17 light (53) Glj^^-FjC^^ 

Consensus (60) GTFERFSGSGSGTEFTLTISSLCSEEFAVYFCCHYSTViFLTFGGGTKVEFK 



Note: 

Identical sequence: 
Conservative sequence: 



yellow background and red foreground, 
light green background and blue foreground 



Figure 8B. 

Comparison of deduced amino acid sequences 
of CBHs Light chain genes with ID 8 



CDR 1 

(1)1 1! 

lightchainseqD8CDR 1 (1) -jRASQSVGNNLS - - 

CBH 2 light CDR 1 (1) -;RASC§^LGYOj-- 

CBH 4B light CDR 1 (1) -jRASGS^SSTYVA- 

CBH 4D light CDR 1 (1) TGTSSEIGGYNFVS 

CBH 4G light CDR 1 (1) -RftSCGIENFO- - 

CBH 5 light CDR 1 (1) -RASQSSWLA 

CBH 7 light CDR 1 (1) -^SCSISSFjOXI-- 

CBH 8C light CDR 1 (1) -jRASCSISRYjL§-- 

CBH 8E light CDR 1 (1) -;RASCjTINRY|l^-- 

CBH 11 light CDR 1 (1) -RASQSINLWI^— 

CBH 17lightCDR 1 (1) --REFNIGTNSVH- 

Consensus (1) RASQSVGNNLA 

CDR 2 

a) i 7 

light chain seq D 8 CDR 2 (1) jOGNTRAT 
CBH 2 light CDR 2(1) -GVSRAT 
CBH 4B light CDR 2(1) DASTRAT 
CBH 4D fight CDR 2(1) EVSKRPS 
CBH 4G fight CDR 2(1) AASSLQS 
CBH 5 light CDR 2(1) KASNVQD 
CBH 7 light CDR 2(1) AASSLQS 
CBH 8C light CDR 2(1) DTSNRAT 
CBH 8E light CDR 2(1) AASSLQS 
CBH 11 light CDR 2(1) KTSjlSES 
CBH 17 light CDR 2(1) -YDDRPS 
Consensus (1) GGNTRAT 

CDR 3 

(1)1 15 

light chain seq D 8 CDR 3 (1) .CHYSTWFL'I 

CBH 2 light CDR 3 (1) CC^G3SF|FgFG 

CBH 4B light CDR 3 (1) CjQYGGSIjFFGG 

CBH 4D light CDR 3 (1) SS^TNNITFVIFGG- 
CBH 4G light CDR 3 (1) SK|YNSA§F|IFGF--- 

CBH 5 light CDR 3 (1) CJyJyISINFSG^FGC 

CBH 7 fightCDR 3 (1) - -QQSYSFLLTFGG- 
CBH8ClightCDR3 (1) £CR|NW§FALTFGG- 
CBH 8E light CDR 3 (1) CQSFSTSAMYTFGC - 
CBH 11 light CDR 3 (1) CHYSSSSV^IFGC--- 
CBH 17 light CDR 3 (1) gVV^TMOTRGSSEL 
Consensus (1) QHYSTftFLT 



Figure 9A. 

Comparison of deduced amino acid sequences 
of ID's heavy chain genes 



CDR 1 CDR 2 



(1)1 10 20 30 40_ 50 ,60 71 

heavy seq D 1 (1) EVCLLE^S<^vraF(g^vT^ 

heavy seq D 2 (1) EVCLLEQSGAE^ - -N r jyA|cKfjCG 

heavy seq D 3 (1) EVQLI-ECSGAEVKK FGSSyKVSCKASGGT FSGHV IS W^RQA FGGC^EVMjGSISFyCISN SA£K£CG 

heavy seq ID 4 (1) EVQLLE- SGGG WQFGRSIJ?LSCA^GFTFKTC^ jXAESVKG 

Consensus (1) EVCLI^CSGAEVRKFGSSVKVSCKASGGTFS^^ 

CDR 3 

(72) 72 80_ 90 100 ,110 120 132 

heavy seq Dl (72) RjVSnAbES^ 

heavy seq D 2 (68) RLSIT^rDSJST^^ -HTMGTC^WGCCTLVTVSS 
heavy seq D 3 (68) R|VSIT!s!DESASTAYNfelJsSLR!sECT 

heavy seq D 4 (67) RFIVSRENSRE TV|LQMSSLRLECTA5JVjyCATEGSFFGSI - - KGRYYLENWGQGTLVTVSS 
Consensus (72) RVSILAEESTSTSFIELSNIJ?SD^ 

CDR region comparison between different IDs 

CDR 1 

HCV heavy seq D 1 CDR 1 (1) jGHVTIj- 
HCV heavy seq ID 2 CDR 1 (1) -HYjEEQ 
HCV heavy seq ID 3 CDR 1 (1) ffiyiS - 
HCV heavy seq ID 4 CDR 1 (1) -TYGMH 
Consensus (1) GHVTT 

CDR 2 

(1)1 ^0 21 

HCV heavy seq D1CDR2 (1) ^ij PireSA NYA QNYAQKFRD 

HCV heavy seq D 2 CDR 2 (1) JSHIgV^TENYAQKFQG 

HCV heavy seq ID 3 CDR 2 (1) GSISPFGTSNSAQKFQG 

HCV heavy seq ID 4 CDR 2 (1) -GISFEjGSNQYYADSVKG 

Consensus (1) ESIPIFGSANYAQNYAQKFRD 

CDR 3 

m 1 19 
HCV heavyseqDlCDR3 (1) DPPRYCS AGRCYPGFFQQ - 
HCV heavy seq ID 2 CDR 3 (1) - - W IPI^^^ GYYFD Y 
HCV heavy seq ID 3 CDR 3 (1) PPPR F,CS^ ^YPGFFQQ - 
HCV heavy seq D 4 CDR 3 (1) - - -EGSPFjGSIKGRYYLEN 
Consensus (1) DPPRYCSAGRCYPGFFQQ 



Note: 



Figure 9B. 

Comparison of deduced amino acid sequences 
of ID's light chain genes 



CDR 1 



CDR2 



10 



20 



30 



40 



56 



lightchain seq D 5 (1) AELTCSIpTLSlSFGEI^LSCl^.SCS Vi^ LAV^CORFGCAFRLLI Y^§ RAT 

light chain seq B 7 (1) AELTCSFeTLsBsFGER^LSCGASCS W^ LAWYCCKFGCAFRLLr^jVggRAT 

light chain seq D 6 (1) AELTCSFML^SFGERAgLS(^SCSVN^LAWYCCKFC3CAFPLLIYE^RAT 

lightchain seq D 8 (1) AELTCSFMLSVSFGERASLSCiASCSVG-|NLAWYCCKFGCAFRLLIY|GNTRAT 

Consensus (1) AELTQSFGTLSLSFGERATLSCI^SCSVSSNYLAV^CCRFGCAFRLLIYGASSRAT 



CDR 3 



(57)51 



70 



80 



90 



107 



lightchain seq D 5 (57) (gPBRFSGSGSGTEFTLTISgLggEEFAV^C OIM^ TFCgG'IK^EgK 
lightchain seq D 7 (57) G IfERFSGSGSGTEFTLT ISgLE^EEFAV^CCC^SlFRTFC^GTKLEgK 
lightchain seq D 6 (56) GgE^RFSGSGSGTEFTLTISNL^EEFAVl^CCCR-Sn\"VTFGGGTI^EgK 
lightchain seq D 8 (56) GTFERFSGSGSGTEFTLTISSLCSEEF^VYFCCI^STWFLTFGGG'II^EFK 
Consensus (57) GIFERFSGSGSGTEFTLTISRLEFEEFAVYYCCLYGNSRViTFGCGTKVEIK 



CDR region comparison between different IDs 

CDR 1 

(1) 1 12 
lightchain seq D 5 CDR 1 (1) 'B£SCSV lIMg 
lightchain seq D 7 CDR 1 (1) GASCSV F^SB 
lightchain seq D 6 CDR 1 (1) gASCSVNKYLA - 
lightchain seq D 8 CDR 1 (1) £^SCSVGN|LA- 
Consensus (1) RASCSVSSNYLA 

CDR 2 

(P L 8 

lightchain seq ID 5 CDR 2 (1) Bgg RAT 
light chain seq D 6 CDR 2 (1) -e|§NFAT 
lightchain seq D 7 CDR 2 (1) -®V||RAT 
light chain seq D 8 CDR 2 (1) -|GNTRAT 
Consensus (1) YGASSRAT 

CDR 3 

(Di 

light chain seq D 5 CDR 3 (1) Mi^^p - - 
light chain seq ID 6 CDR 3 (1) - -QCRSE^VT - 
light chain seq TD 7 CDR 3 (1) |cJ|SSFRj!B- - 
light chain seq D 8 CDR 3 (1) - -CHYST^FLT 
Consensus (1) CLYGNSRWI 



Note: 

Identical sequence: yellow background and red foreground. 

Conservative sequence: light green background and blue foreground 




Identical sequence: yellow background and red foreground. 
Conservative sequence: light green background and blue foreground 



